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Multiple sequence alignment

The -in_msa psiblast option provides a way to jump start psiblast from a master-slave multiple sequence
alignment computed outside psiblast. The multiple sequence alignment must contain the query sequence as one
of its sequences, but it need not be the first sequence. The multiple sequence alignment must be specified in a
format that is derived from Clustal, but without some headers and trailers (see example below).

The rules are also described by the following words. Suppose the multiple sequence alignment has N sequences.
It may be presented in one or more blocks, where each block presents a range of columns from the multiple
sequence alignment. E.g., the first block might have columns 1-60, the second block might have columns 61-95,
the third block might have columns 96-128. Each block should have N rows, one row per sequence. The
sequences should be in the same order in every block. Blocks are separated by one or more black lines. Within a
block there are no blank lines, and each line consists of one sequence identifier followed by some whitespace
followed by characters (and gaps) for that sequence in the multiple sequence alignment. In each column, all
letters must be in upper case, or all letters must be in lower case.

# Exanple multiple sequence alignnment file

alignl

26SPS9_Hs | HAAEEKDWKTAYSYFYEAFEGYdsi dspkai t sl kyml | cki m nt pedvgal vsgkl a
F57B9_Ce LHAADEKDFKTAFSYFYEAFEGYdsvdekvsal t al kym | ckvm dl pdevnsl | sakl
YDLO97c_Sc | LHCEDKDYKTAFSYFFESFESYhnI t t hnsyekacqvl kym | ski m nl i ddvkni | n
YMI5_Ce LYSAEERDYKTSFSYFYEAFEGFasi gdki nat sal kymi | cki ml net eql agl | aake
FUS6_ARATH KNYI RTRDYCTTTKHI | HMCIWNAI | vsi engqf t hvt syvnkaeqgnpet | epnvnakl rc
C041.8_Ci SLDYKLKTYLTI ARLYLEDEDPVqgaenyi nrasl | gnet adeql gi hykvcyar vl dyrr
644879 KCYSRARDYCTSAKHVI NMCLNVi kvsvyl gnwshvl syvskaest pei aeqr ger dsqt
YPR108w_Sc | HCLAVRNFKEAAKLLVDSLATFt si el t syesi atyasvtgl ftlertdl kskvi dspe

ei f-3pl10_Hs SKAMKMEDWKTCHSFI | NEKMNGKVW- = = - = = = == oo e o oo m
T23D8. 4_Ce SKAM_NGDVWKKCQDY! VNDKIMNQK VW = = = = = = = = oo o e e e oo oo
YDO5_Sp | YLMSI RNFSGAADLLLDCMSTFsst el | pyydvvr yavi sgai sl dr vdvkt ki vdspe
KI AA0107_Hs LYCVAI RDFKQAAELFLDTVSTFt syel ndykt f vt yt vyvsmi al er pdl r ekvi kgae
F49C12. 8_Hs LYRVBVRDFAGAADL FLEAVPTFgsyel ntyenl il ytvitttfal drpdlrtkvircne

Int-6_Mm KFQYECGNYSGAAEYLYFFRVLVpat dr nal ssl wgkl asei | mgnwdaaned! tr | ket
26SPS9 Hs I ryagr gt eal kcvaqasknrsl adfekal tdy---------------------------
F57B9_Ce al kyngsdl dankai aaaagkr sl kdf gvafgsf--------------------------
YDLO97c_Sc akyt ket ygsr gi dankavaeaynnrsl | df ntal kqy----------------------
YMI5_Ce i vaygkspriiai rsmadaf r kr sl kdf vkal aeh-------------------------
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FUS6_ARATH asgl ahl el kkykl aar kf I dvnpel gnsynevi apqdi at yggl cal asf dr sel kgkv

C041.8_Ci kfl eaaqgr ynel syksai het eqt kal ekal ncai | apagqqgrsrm at | fkdercqllp
644879 gai | t kl kcaagl ael aar kykqgaakcl | | asf dhcdf pel | spsnvai yggl cal atfd
YPR108w_Sc Il1slisttaal gsissltislyasdyasyfpyllety---------------------
€ f-3PLLl0 HS - - - m oo o e oo
T23D8. 4 08 - mm o m e e e e eoaoeooaas
YDO5_Sp vl avl pgnesmnssl eaci nsl yl cdysgffrtladve--------------uomonno-
KI AA0107_Hs il evl hsl pavrqyl fslyecrysvffgslavv----------n-mmomomn
F49C12. 8_Hs vgeql t gggl ngtl i pvreyl esyydchydrffiglaale--------------------
Int-6_Mn i dnnsvsspl gsl ggrtw i hwsl f vffnhpkgrdniidl flyqpgyl nai qt ncphilr
2B6SPSO _HS s - e oo
54 =< T © = J
YDLOO7C _SC mmm s m s o m s s m e m e e e e e o o oo
NI - e e
FUS6_ARATH i dni nfrnflelvpdvrelindfyssryascleylasl------------u--u-u--
C041.8_Ci sfgileknfldriiksdemeefar---------------“-not
644879 rgel grnvi ssssfkl flel epgvrdiifkfyeskyascl km dem-------------
YPRLOBW _SC - - - - s o m o s s o s o o o o o o oo
€ f-38PLLl0 HS - - - m oo o e e oo
T23D8. 4 08 - mm o m e e e eoeeaoeaoo-as
(0 S o I e e
KI AADL07 HS === - m s m s e m e m e e e e e e eeao oo
e o i T o S L R
Int-6_Mn yl ttavi t nkdvr krrqvl kdl vkvi ggesyt ykdpi t ef vecl yvnf df dgagkkl rec
26SPS9_Hs RAELRDDPI | STHLAKLYDNLLEQNLI RVI EPFSRVQ EHI SSLI KL SKADVERKL SQM
F57B9_Ce PQEL QVDPVWRKHFHSLSERMLEKDLCRI | EPYSFVQ EHVAQQ G DRSKVEKKLSQM
YDLO97c_Sc EKELMGEDEL TRSHFNAL YDTLLESNLCKI | EPFECVEI SHI SKI | GLDTQQVEGKLSQM
YMI5_Ce KI ELVEDKVWAVHSONLERNMLEKEI SRVI EPYSEI ELSYI ARVI GMIVPPVERAI ARM
FUS6_ARATH KSNLLLDI HLHDHVDTLYDQ RKKALI QYTLPFVSVDL SRVMADAFKTSVSGLEKELEAL |
C0s41.8_Gi QLMPHQKAI TADGSNI LHRAVTEHNL L SASKL YNNI RFTELGALLEI PHQVAEKVASQM
644879 KDNLLLDMYLAPHVRTLYTQ RNRALI QYFSPYVSADVHRMAAAFNT TVAALEDELTQLI

YPR108w_Sc ANVL| PCKYLNRHADFFVREMRRKVYAQL L ESYKTL SL KSMASAFGVSVAFL DNDL GKF
ei f-3p110_Hs DLFPEADKVRTMLVRKI QEESLRTYLFTYSSVYDS|I SMETLSDMFELDLPTVHSI | SKM
T23D8. 4_Ce NLFHNAETVKGWVRRI QEESLRTYLLTYSTVYATVSLKKLADLFELSKKDVHSI | SKM
YDO5_Sp VNHLKCDQFLVAHYRYYVREMRRRAYAQLLESYRAL SI DSMAASFGVSVDY| DRDLASFI
KI AA0107_Hs ECEMKKDW.FAPHYRYYVREMRI HAYSQLLESYRSL TLGYMAEAFGVGVEFI DQEL SRFI
F49C12. 8_Hs SERFKFDRYL SPHFNYYSRGVRHRAYEQFL TPYKTVRI DMVAKDFGVSRAFI DRELHRL

I nt-6_Mm ESVLVNDFFLVACLEDFI ENARLFI FETFCRI HQCI SI NIVLADKLNMIPEEAERW VNLI
26SPS9_Hs LDKKFHG LDQGEGVLI | FDEPP
F57B9_Ce L DQKL SGSLDQGEGML| VFEI AV
YDLO97¢_Sc LDKI FYGVLDQGNGAL YVYETPN
YMI5_Ce L DKKLMGS| DQHGDTVWVYPKAD
FUS6_ARATH  TDNQ QARI DSHNKI LYARHADQ
COs41. 8_Ci CESRVKGHI DQI DG VFFERRET
644879 LEGL| SARVDSHSKI L YARDVDQ

YPRLO8wW_Sc PNKQLNCVI DRVNG VETNRPDN
ei f-3p110_Hs | NEELMASLDQPTQTVWNHRTEP
T23D8. 4_Ce | QEELSATLDEPTDCLI MHRVEP
YD95_Sp PDNKLNCVI DRVNGVWFTNRPDE
KI AA0107_Hs  AAGRLHCKI DKVNEI VETNRPDS
F49C12.8 Hs  ATGQLQCRI DAVNGVI EVNHRDS
I nt-6_Mm RNARL DAKI DSKL GHVVMGNNAY
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