
NLM Citation: SNP FAQ Archive [Internet]. Bethesda (MD): National 
Center for Biotechnology Information (US); 2005-. GST Defined. 2008 
Apr 23 [Updated 2010 Jun 15].
Bookshelf URL: https://www.ncbi.nlm.nih.gov/books/

GST Defined
Created: April 23, 2008; Updated: June 15, 2010.

What is Genome Workbench?

NCBI Genome Workbench (Gbench) is an integrated application that allows you to access, view, and analyze 
your own data in the context of public sequence data. Using Gbench, you can align your private data against 
data from NCBI publicly available databases. This allows you to display any data in the context of public data.
Gbench can display sequence data in many ways, including graphical sequence views, various alignment 
views, phylogenetic tree views, and tabular data views.
You can get more detailed information about Gbench and how to use it at NCBI’s Gbench site. (04/23/08)

How are the Gbench SNP Tools (GST) related to Genome Workbench (Gbench)?

The GST are utilities completely integrated into the Gbench program that allow you to view and analyze SNP 
data using Gbench applications. GST became a new feature of Gbench in the spring of 2008. (04/23/08)

http://www.ncbi.nlm.nih.gov/projects/gbench/
http://www.ncbi.nlm.nih.gov/projects/gbench/about.html
http://www.ncbi.nlm.nih.gov/projects/gbench/tutorial.html

